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Easy-Load™ PCR Master Mix (Blue, 2X)

7 S 7 i A4 PR %
D7251-1ml Easy-Load™ PCR Master Mix (Blue, 2X) 1007k
D7251-4ml Easy-Load™ PCR Master Mix (Blue, 2X) 400K
D7251-20ml Easy-Load™ PCR Master Mix (Blue, 2X) 2000{K

D7251-100ml Easy-Load™ PCR Master Mix (Blue, 2X) 100007
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D7251-1ml Easy-Load™ PCR Master Mix (Blue, 2X) Iml
D7251-4ml Easy-Load™ PCR Master Mix (Blue, 2X) Imlx4
D7251-20ml Easy-Load™ PCR Master Mix (Blue, 2X) 1mlx20
D7251-100ml Easy-Load™ PCR Master Mix (Blue, 2X) 1mlx100
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D7205 Taq DNA Polymerase 200U
D7207 Taq DNA Polymerase 1000U
D7209 Taq DNA Polymerase 5000U
D7216 Pfu DNA Polymerase 200U
D7217 Pfu DNA Polymerase 1000U
D7218 BeyoTaq DNA Polymerase 200U
D7219 BeyoTaq DNA Polymerase 1000U
D7220 BeyoFusion™ DNA Polymerase 200U
D7221 BeyoFusion™ DNA Polymerase 1000U
D7222 BeyoFusion™ Plus DNA Polymerase 200U

D7222B BeyoFusion™ Plus DNA Polymerase 1000U
D7228 2X PCR Master Mix 400K
D7232 PCR Kit with Taq 400K
D7233 PCR Kit with Taq 2000{K
D7237 PCR Kit with BeyoTaq 400K

D7251-1ml Easy-Load™ PCR Master Mix (Blue, 2X) 100K

D7251-4ml Easy-Load™ PCR Master Mix (Blue, 2X) 400K

D7251-20ml Easy-Load™ PCR Master Mix (Blue, 2X) 20001k
D7251-100ml Easy-Load™ PCR Master Mix (Blue, 2X) 100007
D7255-1ml Easy-Load™ PCR Master Mix (Green, 2X) 100K

D7255-4ml Easy-Load™ PCR Master Mix (Green, 2X) 400K

D7255-20ml Easy-Load™ PCR Master Mix (Green, 2X) 20007k
D7255-100ml Easy-Load™ PCR Master Mix (Green, 2X) 100007K
D7259-1ml Easy-Load™ PCR Master Mix (Orange, 2X) 100K

D7259-4ml Easy-Load™ PCR Master Mix (Orange, 2X) 400K

D7259-20ml Easy-Load™ PCR Master Mix (Orange, 2X) 20007K
D7259-100ml Easy-Load™ PCR Master Mix (Orange, 2X) 100007K
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